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Authors performed to analyze the micro-
organisms of otorrhoea collected from
many hospitals in our country during the
clinical study of otic solution with new
quinolone in the past 5 years. The results
were summarized as follows. (1)The total
number of patients were 726 cases. (2)The
total number of examined organisms were
864 species. (3)S. aureus (42.7%), S. epid-
ermidis (18.3%), NF-GNR (16.0%) and
P. aeruginosa (13.3%) were detected by
the statistical analysis of micro-organis-

ms. (4)The detection rated were shown as

follows. S. aureus had the largest propor-
tion (50.8%) and was found more than
one-half of the total number of patients.
Secondly S. epidermidis (21.8%), thirdly
NF-GNR (19.1%) and P. aeruginosa (15.8
%) was the fourth.

From the results of these records, auth-
ors suggested that (1)it was conjectured
that S. aureus had the largest rate was
due to the increase of drug resistance of
S. aureus and (2)the decrease of P. ae-
ruginosa was because of the clinical use

of new quinolone antibacterial drug.
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Staphylococcus aureus 369 42.7 42.7 50.8 50.8
Staphylococcus epidermidis 158 18.3 18.3 21.8 21.8
Micrococcus SPP 3 0.3 0.4
Streptococcus SPP 23 2.7 3.2
Enterococcus SPP 9 1.0 6.7 1.2 8.0
Bacilus subtilis 7 0.8 0.9
Corynebacterium SPP 16 1.9 2.2
Pseudomonas aeruginosa 115 13.3 13.3 15.8 15.8
other Pseudomonas SPP 8 0.9 1.1

Esherichia coli 4 0.6 0.5
Citrobacter freundii 6 0.7 0.8

Klebsiella SPP 10 1.6 1.9
Enterobacter SPP 17 2.0 2.3

Serratia marescens 9 1.0 1.2

Proteus vulgaris 3 0.3 0.4

Proteus mirabilis 18 2.1 16.0 24
Morganella morganii 3 0.3 04 19.1
Providencia SPP 8 0.9 1.1

NFGNR 16 1.8 2.2
Alcaligenes faecalis 12 1.4 1.7
Achromohacter xylosoxidans 12 1.4 1.7
Flavobacterium 12 1.4 1.7
Haemophilis influenzae 1 0.1 0.1

Anaerobes 2 0.2 0.3
Aspergillus 14 1.6 3.0 1.9 3.4
Candida 9 1.0 1.2
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W 0O [1977—1979| S.aureus |P.aeruginosa| Proteus SPP. S.eptderm. Citrobac.etc.
28.9 25.5 12.4 10.0 8.0
il 5 1976 P.aeruginosa| S.aureus | Proteus mirabilis. S.epiderm. Proteus inconstaus
19.5 15.9 15.9 12.2 11.0
1980 S.aureus |P.aeruginosa S.epiderm. Proteus mirabilis. NF—-GNR
25.2 13.8 9.8 9.8 7.3
1985 S.aureus |P.aeruginosa S.epiderm. Corynebac. NF-GNR
27.6 18.7 9.8 8.9 5.6
1987 S.aureus |P.aeruginosa NF—-GNR S.epiderm. Corynebac.
28.8 14.3 11.7 9.7 5.8
B 5 1985 P.aeruginosa| Proteus S.aureus Corynebac. S.epiderm.
28.7 20.2 19.1 5.3 4.3
1987 P aeruginosa| S.aureus Corynebac. S.epiderm. Proteus SPP
25.3 18.9 16.8 12.6 7.5
4 [B)1985—1989 | S.aureus |S.epiderm.| NG—GNR etc. | P.aeruginosa GPC.
42.7 18.3 16.0 13.3 6.7
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