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BACTERIOLOGICAL STUDIES ON CHRONIC OTITIS MEDIA

Toshikazu Tokuda. Atsusi Kishimoto, Masaki Sakai,

Natsuki Morishima, Jun Takeuti, Tadao Nishimura

Department of Oto-Rhino-Laryngology The Second Affilated Hospital

Fujita Health University

The bacteriological examinations in 162
cases of chronic otitis media and cholest-
eatoma.

In this study were 185 ears of patients
who were trested at our deparement duri-
ng 8-years period from April 1986 to May

1993.

From the outpatients, S.aureus was Co
rynebacterium, CNS, Pseudomonas aerugi-

nosa.
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From the inpatients, S.aureus and CNS
was predominant, next was Corynebacteri-
um, Pseudomonas aeruginosa.

S.aureus show a increasing tendency in
outpatients. but a decreasing tendency in
inpatients.

Pseudomonas aeruginosa show a decreas-
ing tendency in outpatents and inpatients.

True fungi show a increasing tendency

in outpatients.
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Ak & b &FHI69kERH S hie. (Table 2)
77 sIGHER 1138 (66.9%) Kthsh,
Staphylococes aureus 46%k & d % S By
ANt €DH B, MRSA R 3IHKTH - 1-.
DWW, Corynebacterium SPP 37#k, CNS24
WTHh -t 75 LEHEI34THR (27.8%)
M &N, Pseudomonas aeruginosa DS &
2 2Bt & ufz. ProteusSPP 5 8k, A.
xylosoxidans 7T ¥k, H.influenzae 2 R T&H -
fo. BRI, 9K (15.3%) H®ish, As-
pergillus8 L% <, Candida i3 1% TH -
7.

FRHE(543K)

Bacteria strains

Gram-positive

S.aureus 46 (MRSA 3)
CNS 24
Corynebacterium SPP 37
others 6

113 (66.9%)

Gram-negative

P.aeruginosa 22
other Pseudomonas
SPP 2
Proteus SPP 5
A .xylosoxidans 7
H.influenzae 2
others 9
47 (27.8%)
Aspergillus 8
Candida 1
9 (15.3%)
169
Table 2
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Abt b &8 Ht S 7z, (Table 3)
77 LIGHEE 3448 (61.8%) Ribhsh,
Staphylococcs aureus, CNS 7% #BHiah,
zhzh, 158, DWT, Corynebacterium
SPPIKTH - 7. 7' 5 AR 12208k (34.1
%) & h, Pseudomonas aeruginosa’’
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Bacteria strains
Gram-positive

S.aureus 15

CNS 15
Corynebacterium SPP 13

others 1

44 (51.8%)

Gram-negative

P.aeruginosa 13
other Pseudomonas

SPP 1
Proteus SPP 3
A.xylosoxidans 4
H.influenzae 1
others 7

29 (34.1%)

Aspergillus 7
Candida

5
12 (14.1%)

85
Table 3

Proteus SPP 3 ¥k, A. xylosoxidans 4 ¥k,
H.influenzae 1 R CTdh » 1z, EEFEHIF, 128
(14.1%) & h, AspergillusT#k, Candi-
dab RTH -7, AREHNRT, ABED S 5
ARGHEORHERIIDIE L, Staphylococes
aureus, Corynebacterium SPP, CNS Dfglic
BRIBROENBLS B >TWVWE, 75 AEHE
TR, ABRicBLWTeeEiRiahTna,
Ak, ABE& & Pseudomonas aeruginosa
PROEZIRHIhTwWE, BEEETR, 4
Rickk LT, ABRicBWT, Candida H3% <
Bitsh T3,
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4. Staphylococes aureus iIZ2>WTHT, 2
FEELIHBER, NATROEBART,
HTHVERPABETH 5. HEII61~628ETId,
AK34.5%, ABid3.3% &, RIEEETH -
fods, Ak, WRfN63~Frk 1 4£37.5%,
SERK 2 ~ERK 3 5459, SEEK 4 ~3Fk 5 £50
9% &AM AR L7 bs, ABETid, BH63
~BK 1 523.5%, FRK 2~k 3 £-28.5%,
SERR 4 ~3EEK 5 F16.7% & DR %R L

RHBEOEE EHE

(%)

(S.aureus)

60
- 5%
50

/ - AR
N -
* \/\

20 ~S

T T T
S.61~62  S.63~H.1 H.2~3 H.4~5

Table 4

RHEDRE & B

(%) CNS

60

50-] - R
40 Py - lﬁ:

2

30
20 \
10

o,
S$.61~62 S.63~H.1 H2~3 H.4~5

Corynebacterium SPP
(%)
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CNS # & U Corynebacterium SPP 1c 2 W
TH7z. Table 5. _Lid CNS TARICHB VT,
WERNI61~624E17.2%, HRFI63~FAEK 1 4-25%,
SERK 2 ~hk 3 4279, Rk 4 ~FRK 5 4E15
BERNEELTHREEATOVED, AKT
&, 061 ~62816.7%, MHFN63~FEK 1 4F
41.196, SFRK 2 ~SEEK 3 4.7.1%, Phk 4 ~F
B 5 4£33.3%, & 2B XICHBEREZRL
7z. T iZ Corynebacterium SPP T, # 3%
HEFI61~624£37.9%, HRFI63~ K 1 A:25%,
SERK, 2 ~PRK 3 £E35.19%, FRK 4 ~ Bk 5 4F
35.1% T, RIXLELTRHEA TV S,
ABETIE, FEF061~624E38.8%, WHFN63~F
Bk 1 5:5.9%, SEARK 2 ~Fi% 3 4£28.6%, “Fk
4~ 5 £E12.5%, & 2EB X2 IKHEDEXR
%R L, ABRIZBWT, CNS & Coryn-
ebacterium SPP 13, #iE ORIV T,
WORZRAERLTWEY, TOBHIZOWT
3 FNHTH 5.

Pseudomonas aeruginosa IZ2WVWTH 7z,
Table 6. #AKiZ, HIFI61~62424.1%, W
FO63~FhK 1 #:20.8%, “F-HE 2 ~ERk 3 &
18.99%, SPEE 4 ~-BK 5 415.0% & /D> ]
ZRL, ABETid, MHI61~624E38.9%, MR
FI63~FRK 1 4:23.59%, FrK 2 ~Fik 3 4F
14.9%, SPE% 4 FE~EL b £16.7%, &[EIRR
DR Z TR L e,

RHEDEE c#RE (P aeruginosa )
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A% S50 R R R A

SRR 2 ~ERK 8 £E10.8%, YRR 4 ~YERK b 4E
5% L FRLELTRIHENTVAY, ABE
T3, WBFI61~624E11.1%, HEFI63~FHK 1
H29.4%, PRk 2~k 3 421.4%, FRk4
~h%, 5 4E33.3% L KR E /R L, T
HicBgL T, OFLX (# Y Ev b)) HOWR
BLURHEOZHMEE LT3 Ebhik,
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Staphylococes aureus DIEFIBSZHEITH W
THiz. Table 8. LEWAR, THABRTS
5. 5 7DFH3+, EM2+ThHB. 4
*, ABtL & ABPC, SBPC, CEZ%ic—if
2580 205, BB RBIFRERZE %2R
L7z,
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Pseudomonas aeruginosa D 3EF|ERZ M 1T
SWTHi. Table 9. SAKICH WV T b
ZRLTOVED, ABEKBWVWTIEE 5 PIP
C, LMOX, GM, MINO# Iz %R L T
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R ERORHEIC VTR, BAHE
DBHB, INS5DENT, FRIELLKODVT
DOEHEHES DD, I SE, 197658 519
8THEE TOEIRT & DHE T, Staphylococe-
us aureus B L RIS TV 34, £
Wiz kW EALDH D, T6HE, T8FEIZF, Pseud-
omonas aeruginosa bS5, TIHEIT |, Proteus
mirabilis B\ LRI TVE, RO
T, Pseudomonas aeruginosa 3% { BH &
NI EWMELTVAB, BARS?IE, 845FD 587
EFETOERT EDEE T, Pseudomonas
aeruginosa B % & h, RVT, St-
aphylocccus aureus % S, HFRT
LOEALR B ol EWEL TS, F i,
ERESPIE, 8HEMS8IFED b5 EMITB T B
i & D OEE L TV B0, Staphyloce-
cus aureus B SE RSN T, RV T,
Staphylococcus epidermidis &8 ->TE D,
Pseudomonas aeruginosa i3 4 ZHHTH - 7=
EHELTVWS, ChsoMELHKRLTA

&, F’A T3, Staphylococes aureus hS¥H
6% {, CNS B X U Corynebacterium SPP
M3 IFEET 4 FH T, Pseudomonas aer-
uginosa £15->THY, FROF L —H=E
SBEHRES OIE LEKRTH - 7.
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coces aureus \3HAMR %R L, Pseudomo-

nas aeruginosa 3H/DMERZRLI.. Th

51, REEZGC, ERBHEA<7 bV

F /o VROEHE 7 7 AR S ERZ T

DHAEVMEOHERBEEOLZ S PSETWVWE &

Bbns. ik, TOENMRSAZED

FREZ->TW5E, 2LT, ABE (FHf)

KBV TOHEBOMAMEZRL TS & A

b,
bHEDEE X0 sy#ES 05 Staphylococes

aureus D% < 13 Penicillinase B T H 3

LWH HEYEH Y, REEEEZC, HEY

BofHEI VT, BESKELEbR

7z.
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1. IBf614E4 AL OEKSFES AE TolM
CHR RO @b ER, BEdTE
RKREBE, HRI0THII23E, Akt CGRiisD
55(162F 12D W THRET 21T o 7%

2. BREIcBVT, 77 ABHE TR
T3, Staphylococes aureus %<, R\
T Corynebacterium SPP, CNS DJETd -
fz. 75 AREHEE T Pseudomonas aeru-
ginosa AR, ABtL &l

HAH BURG R R ER AR

2% FDRE 15

3. MIBEOHE L#EBICOWT, Staphylo-
coces aureus AT IIBERIER 2R L I8,
ABE T iR %27~ L. Pseudomonas
aeruginosa AR, Abi & & REDEEIER
L.

4 . Staphylococcs aureus & Pseudomonas
aeruginosa DIEFIESZMEIC DWW, Staph-
ylococes aureus B W TRAK, Abt
bAREREIIZIE D - 1208, Pseudomonas
aeruginosa TIIAK & 0 ABEiC I W CTilE
ER AP IE G T olF (Al
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