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Investigation about Bacterial Flora in Upper Respiratory Tract
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1. To examine bacterial flora in upper respiratory tract, we implement germ inspec-
tions of larynx, postpharyngeal wall, tonsil and nasal cavity to identify the constitut-
ing stains and check the existence of B-Lactamase in 33 cases cf patients without
communicable disease in the otolaryngology area who had a general anesthesia oper-
ation.

2. The tendency of decrease in aerobe and increase in anaerobe with aging was
observed. Influence of the decrease of fibronectin with aging was considered to be one
of the reasons of this tendency.

3. B-Lactamase producing strains showed the tendency to increase in the age group of
20-49 and decrease in the group of 50 and above.

4. The number of the constituting strains in nasal cavity is less than that in pharynx,
which was considered to be the result of viscous liquid cilia function as a biophylaxis

function.



HAHREGMRE AR £ 148 F15

I L & I
WEMEE I EELF R TH 0,
ESGES F A TRV, ChoEERTIR
b, MAEZRFRIE LTS v 2R RhTY
5. TDNT v 2ADREEIEE IS RGLE R
D—D2 &L >THY, T Y ZAOEALIIIRGYE
ZE| &R TERO—DEMET 5 ENTE
3. Fio, ARREHELBOVEEEOTICE
7 5 < — CEARPELE LIEAEANE LS &
BEEH L SERIEbMES TV S!S,
L7eh =T, WEEED D TR OHERIC R
ANEMA 5 T & BBRGYEDRELLEST 505
TREEPTFHO L TOEEBILTHE &
ZzZo6h3, SN, A3 EKED4AFRELD
MR A% T UBREEOEE, RU8- 5
7 ¥ = — €O ETV EXGE O FEIC > WL

THEFOBNEZAS .
HNRELUVFHE

H 8BRS RGYE 2 LS W25 iR
FkEfTOBE 3B AlERRE L. B,
1561, 5 18 B, F#esthid 3 7 Hd 5 815k
TYIER T 42T TdH - 1z,

RREE AR, FEEINCBEREZHY, &
Be, OERBk, WHEAKEE, WREHEMREHEIO 4 4
e O REZHEBT 5 LIk VERNICE%
LT, Bonhiikd» SEEOEERT,
B-579=—¥YEAKEZREL . EEOS
B - FER=0F VRT3 FERML THIFR
MR EDRESRM %R L€ T RET- 1
NHM Broth 12 T 37C —RIEEEE, tho%
Fig. 1icd % & 5 WEREHRIEBIL TT7-
1.

B-3 7 % <= — ¥ELEKI Acidimetry disc
method, Chromogenic disc method, X T¥
Lodine method @ 3 #%FIH L CHIE L 7.
Acidimdtry disc method IZERE NP PEL,
Chromogenic disc method IZEKES TV, F
7z Lodine method i2Z b T TH D, T
no 3FEEMHABDELIEICEDB- 575

< — ¥EELEKED high producers »» low pro-
ducers D% HIE L 7z,
¥ e

SRR %E Table 1 IR U7, 24KT 66 &,
660 kBRI THBY, 7 J5 sBHFHEE
323 T 322 ¥k, 77 HFEMEEFSMERSS 9 R 110
¥, 75 LREYEBRSHERE A 23 @ 120 ¥, 75 &
et 28 11 78 108 g s hre.

FELRIE E £ ORER%E Table 21RL
fo. EXEDIEFMEREOMKEEE LT T
LGRS Y E L, T Strepto-
coccus BB N% Lb->EbEL ZzOHTY
S. mitis, S. oralis, S. salivalius DT H -
fo. ROTT 5 sRHIF MR TH % Neiss-
eria BHS 11% % 591z, TR 66%, B
SUHEE I 35%6 ORI TH D 2 DHITHK 3 :
2TH-71e.

BRHEKOIE I L 2HBE A 5129, 20K
5, 20 %D 5 49 5%, 50 LI Lo 3 BT,
— A7 0 ORI EE Table 3 1T/RL
fo. BRSSP W RN B D 18
T Actinomyces OEEMMBHEHI - 7z, #ic 7
7 &V U I BN B D I Nei-
sseria, Heamophilus OR/LHSEN - 1. R
W s sBHEICBIL T 20 L ETHEmL
Z ORMESITAEVED S L BEIRVIcH 5
RO R S N, B BT dHEEE, "HIEAREE,
OFRkIcBVTIhSDERIBELCTH Y,
BREER O TRIM OFEWTEILIZ D - 1.
BREORHIRE, HRERE oM ~<T
DIS K — At b OSFGRIREITESUT T
b B, Tz D¥HLIE R staphylococcus &
corynebacterium ThH¥» S 3. WEEE, THEA%
B, DERKOZFHREKEMBIREEL T
H ot ‘

B- 57 % <—¥ELEK—E% Table 41K
Lic. B-57 % <=— ¥EAKR QKBTS H
2D 1.3% 25D, ¥HLLE G1%) cdi
318 AD 6B 57 ¥ < —¥EEKSBRE SO



—58— HAHRHEBRBLMERARSE Fl148 H15
Table 1 Total detected bacteria (n=33 sampies)
organism strain organism strain
+ Anaerobes Gram(+)
Bacillus subtilis 1 Actinomyces israelii 1
Candida sp 1 Actinomyces meyeri 14
Corynebacterium sp 20 Actinomyces naeslundi 1
Gemella haemolysans 1 Actinomyces odontolyticus 22
Gemella morbillorum 20 Actinomyces sp 8
Gemella sp 3 Actinomyces viscosus 1
Lactococcus lactis 16 Bifidobacterium sp 5
Lactococcus sp 5 Capnocytophaga sp 3
Micrococcus sp 4 Clostridium sp 1
Staphylococcus epidermidis 26 Eubacterium lentum 2
Staphyrococcus aureus 29 Lactobacillus fermentum 1
a-streptococcus 6 Peptostreptococcus anaerobics 7
y-streptococcus 4 Peptostreptococcus magnus 2
Streptococcus canis 3 Peptostreptococcus micros 1
Streptococcus dysgalactiae 3 Peptostreptococcus prevotii 4
Streptococcus equinus 7 Peptostreptococcus sp 14
Streptococcus mitis 69 Peptostreptococcus tetradius 1
Streptococcus oralis 40 Propionibacterium acnes 14
Streptococcus Pneumoniae 3 Propionibacterium granulosum 2
Streptococcus pyogenes 3 Staphylococcus saccharolyticus 3
Streptococcus salivarius 26 Streptococcus constellatus 7
Streptococcus sanguis 14 Streptococcus intermedius 4
Streptococcus sp 18 Tissierella paraeacta 2
Aerobes Gram(-) Anaerobes Gram(-)
Enterobacter aerogenes 3 Bacteroides capillosus 1
Escherichia coli 3 Bacteroides sp 7
Haemophilus influensae 4 Fusobacterium mortiferum 1
Haemophilus parainfluenzae 16 Fusobacterium nucleatum 1
Klebsiella oxytoca 1 Fusobacterium sp 1
Klebsiella pneumoniae 1 Prevotella denticola 2
Branhamella catarrhalis 1 Prevotella loescheii 3
Neisseria sp 75 Prevotella melaninogenica 9
Pseudomonas aeruginosa 5 Prevotella oralis 1
Prevotella sp 1
Veillonella sp 41

DAL D EVHERTH - 1z, BERERIICR S
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Table 2 Bacterial distribution according to age group

Strains(%e)
Total 0-19 20-49 50-81
Organism 33 6 13 14
Anaerobes Gram(+) 160(24.2) 22(20.4) 65(23.5) 73(26.5)
Actinomyces 47(7.1) 4( 3.7) 23(83) 20(7.3)
Peptostreptococcus  29(4.4)  4(3.7) 13(4.7) 12( 4.4)
Anaerobic GPR 40( 6.1) 9( 83) 18( 6.5 13(4.7)
Others 44(6.7)  5( 4.6) 11( 4.0) 28(10.2)
Anaerobes Gram(-) 68(10.3)  9( 8.3) 29(10.5) 30(10.9)
Prevotella sp 16( 2.4) 0(00) 8(29 829
Veillonella sp 41( 6.2) 7( 6.5) 16( 5.8) 18( 6.5)
Others 11( 1.7)  2(19) 5(18) 4 1.5
Aerobes Gram(+) 322(48.8) 51(47.2) 134(48.4) 137(49.8)
Gemella 24( 3.6) 3(28) 10(3.6) 11(4.0
Lactococcus 21(32) 4(37 6(22) 11(4.0
Staphylococcus 55( 8.3) 10( 9.3) 23( 83) 22(8.0)
Streptococcus 196(29.7) 31(28.7) 85(30.7) 80(29.1)
Others 26( 39) 3(28) 10(3.6) 13(4.7)
Aerobes Gram(-) 110(16.7) 26(24.1) 49(17.7) 35(12.7)
Haemophilus 20( 3.0) 7(65) 8(29 518
Neisseria 75(11.4) 16(14.8) 32(11.6) 27( 9.8)
Others 15(23) 3(28) 932 3(1LI
Total 660 108 277 275
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Table 3 Change of mean detected bacterial count according to age group and site

Age group 0-19 20-49 50-81 Ave.
N= 6 13 14
Larynx
Anaerobes Gram(+) 0.5 1.0 1.0 0.9
Anaerobes Gram(-) 0.9 1.1 0.9 1.0
Aerobes Gram(+)
Streptococci 1.5 2.5 18 19
Others 1.0 0.7 1.0 0.9
Aerobes Gram(-) 1.4 1.2 0.8 1.1
Ave. 1.1 1.3 1.1 12
Pharynx
Anaerobes Gram(+) 0.5 1.1 1.2 0.9
Anaerobes Gram(-) 0.8 1.3 1.0 1.0
Aerobes Gram(+)
Streptococci 1.5 2.2 1.9 1.8
Others 0.6 0.6 0.9 0.7
Aerobes Gram(-) 1.3 1.2 0.8 1.1
Ave. 0.9 1.3 12 1.1
Tonsil
Anaerobes Gram(+) 0.9 1.1 1.3 1.1
Anaerobes Gram(-) 1.6 0.9 0.6 1.1
Aerobes Gram(+)
Streptococci 1.3 1.8 1.6 1.6
Others 0.5 1.0 0.9 0.8
Aerobes Gram(-) 1.5 12 0.7 1.1
Ave. 12 1.2 1.0 1.1
Nasal cavity
Anaerobes Gram(+) 04 0.2 0.6 04
Anaerobes Gram(-) 0.0 0.2 0.3 02
Aerobes Gram(+)
Streptococci 0.4 0.0 0.3 02
Others 13 1.4 1.7 14
Aerobes Gram(-) 0.4 0.1 03 0.2
Ave. 0.5 0.4 0.6 0.5
W8T b Neisseria, Haemophilus 3/ & %. WREH, WHERIcBWL TR, ZORHEI-SL
EdhiIcEDERLE. HEHSOBEY TS, TRk & Rk OME 2R L.
Haemophilus ZHRICBVTHD TRIBE N, BSMERIC W TNk E & bicEmd 5 &

PRicBWTE - EdE I RBENEL T WHHAER L, FHEEHFICB T 28R
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Table 4 Number of 8-Lactamase producing strain according to age group

Age group 0-19 20-49 50-81 Total
Organism N= 6 13 14

Bacteroides sp
Enterobacter aerogenes
Escherichia coli
Klebsiella oxytoca
Klebsiella pneumoniae 1
Branhamella catarrhalis
Prevotella denticola
Prevotella melaninogenica
Prevotella oralis
Pseudomonas aeruginosa
Staphyrococcus aureus
Staphylococcus epidermidis
NF-GNR

Total
Ave. 1.
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